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TGCGCGGTTCTCATCATCATCATCATCATGGTATGECTAGCGT GTATAATCCGITTGCGTG
1 --------- S S S S [ TS +
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ACGCCCCAAGAGT AGTAGTAGTAGTAGTACCATACCGAT CGCACATATTAGGCAAACCAC

V_Y N P F G D

ATTATGT TTGEGAAT TTCGTAGT CCGCGTAGCAAAT TTGGT CCGEGTGCACTGAATGAAC

TAATACAAACCCT TAAAGCAT CAGCCGCATCGT TTAAACCAGGECCCACGTGACTTACTTG

_ Y VWEF RS PR S KF GP GA L NE'L
Pf1 M

TGAAAGT TGATCTGGAACGT CTGCGT GT TGAAAAACCGT TTCTGAT TACCACCAAAGGT T

ACTTTCAACTAGACCT TGCAGACGCACAACTTTTTGECAAAGACTAATGGTGGT TTCCAA
K Vv DL ERL RV EKZPF L I_T T K GW

GCGTTAAACGTGGTATTGT TGATCGT CTGCGT GAAATTCTGGGTAAAGATGT TCCGTATT

--------- DA s
CCCAATTTGCACCATAACAACTAGCAGACGCACTTTAAGACCCATTTCTACAAGGCATAA
VK R GI V DRL RE I L GKDVP Y W

GGGATGGT GT TGAACCGGAACCGAGCGCAGAAAGCGT TGAAGAAGCAGCAAAAGCACT GG

CCCTACCACAACTTGECCTTGECTCGCGTCTTTCGCAACTTCTTCGTCGT TTTCGTGACC
D GV E P EP S A E SV EEAAKATL A
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CAGAAAGCGGT GCAGATAGCGT TATTGCAAT TGGT GGT GGTAGCGCACT GGATACCGCAA

GICTTTCGCCACGT CTATCGCAATAACGT TAACCACCACCATCGCGTGACCTATGECGT T

_ES GA DSV I_AI1_ GGG S AL DT_AK

AAATTGCAAATCTGCTGGECAACCTATGGTGGTCGTGT TCGTGATTATGT TGCACCGCCT T

TTTAACGT TTAGACGACCGT TGGATACCACCAGCACAAGCACTAATACAACGT GGCGGAA

I A N L L AT Y GGRVRDY VAUPUPY

Agel

ATGGTGAAGGT AAACCGGT TCCGEEGT CCGGT TAAACCGAT GGT TGCAGT TCCGACCACCG

TACCACTTCCATTTGGCCAAGGCCCAGGECCAAT TTGECTACCAACGT CAAGECTGGTGEC

_ G E GK P VP GPVKPMVAVPTTA

Agel

CAGGCACCGGTAGCGAAGT TACCAGCGT TGCAGT TGTTACCCTGAAAGATGT TGGTGI TA

GI'CCGTGGECCATCGCTTCAAT GGTCGCAACGT CAACAAT GGGACT TTCTACAACCACAAT

_ G T G S E V T SV AV V T L KDV G VK

AAGTTGGTATCAGCAGCGATTTTCTGCGT CCGAGCCT GGCACT GCTGGACCCGGAACTGA

TTCAACCATAGT CGT CGCTAAAAGACGCAGGCT CGGACCGT GACGACCTGGGECCTTGACT

VvV GI_S S DbF L RP S L AL L DUPE L T

Agel

CCATGACCGT TCCGCCTAAAGT TACCGCAGATACCGGT ATGGATGCACTGACCCATGCAG

GGTACT GGCAAGGCGGAT TTCAATGECGT CTATGGCCATACCTACGTGACTGGGTACGTC

_MT VP P KVTADTGMDAIL THAYV

TTGAAAGCTATATCGCAAAACCGT ATTGGGCACGT GAACGT CCGGAAGATCCGGCAAAAC

AACTTTCGATATAGCGI TTTGGCATAACCCGT GCACT TGCAGGECCTTCTAGECCGTTTTG
_E S Y I _A K PY WAREIRUPEUDUZPAKTR
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GICCGGTTTATGI TGGTAGCT TTACCGI TACCGAT GCACT GGCCGAACGT GCAATTGAAC

CAGGCCAAATACAACCAT CGAAAT GCCAATGGECTACGT GACCGGCTTGCACGT TAACTTG

P VYV GSF T VT DAL A ERAI_E L

TGATTGGTAAATATCTGCGT CGT GCAGT TTAT CAGGEGT CGTACCGAT CTGGAAGCACGTA

ACTAACCATTTATAGACGCAGCACGT CAAATAGT CCCAGCATGGECTAGACCTTCGT GCAT
_I_G K Y L RR A VY QGRT DL E AR'S

BspM
GCGGTATGCTGATTGCAAGCTATCTGGCAGGT CTGGCATTTGGTAATGCCGGTGITGGTC
--------- T

CGCCATACGACT AACGT TCGATAGACCGT CCAGACCGT AAACCAT TACGGECCACAACCAG

_ G ML I_A S Y L A GL A F G NAGV GL

TGGCACATGCAGCAAGCTATCCGCT GGGT GGTCGT TATAAAGT TACACATGGT GAAGCAG

ACCGT GTACGT CGT TCGATAGGCGACCCACCAGCAATATTTCAATGTGTACCACTTCGTC
_AHAAS Y P L GGRYKVTHGEAYYV

Pst |
TTGGTATTCTGCTGCCTGCAGT TCTGGAATTTAATGCACCGGCAAATTATGAAAAAGCCA
--------- I e T R
AACCATAAGACGACGGACGTCAAGACCTTAAATTACGTGGCCGTTTAATACTTTTTCGGT

_ G I_L L. P AV L E F NAPANDNY _ E K AIK

Agel

AACGT GT TGECGAACT GCT GACCGGT GAAAAAT GT CCGGAACGT GATCCTGCAAAATGT G

TTGCACAACCGCT TGACGACTGGCCACTTTTTACAGECCTTGCACTAGGACGI TTTACAC
_ RV GE L L T GE K CPERDUPAIKCA



Pst | EcoRV
CAGAAT GGGCAGCAAATGCAATTCGT GAACTGCAGCGTGATATCAAATTTACACCGEGTC
1081 --------- Fom oo S +

--------- +
GICTTACCCGTCGITTACGT TAAGCACT TGACGT CGCACTATAGT TTAAATGTGGCCCAG
_E WA ANAI REL QRDI K F T P G L

TGGAAGCAGT GGGT GTTAAAGAAGAGGAT CTGATGGAAAT GGCAAAAGAAACCCTGAATC
1141

--------- +
ACCTTCGTCACCCACAATTTCTTCTCCTAGACTACCTTTACCGTTTTCTTTGGGACTTAG
_E AV GV KEEDL ME MAIKET L NROQ

Bst El |
AGAAACGT CTGCTGGECCACCAAT CCGCGT CCGGT TACCGAAGAAGATGT TTATTGGGT TT
1201

--------- +
TCTTTGCAGACGACCGGT GGT TAGGCGCAGGCCAATGGCTTCTTCTACAAATAACCCAAA
_ K R L L AT NP RP V T EE DV Y WVY

EcoRl H ndl |1
Sphl Ncol Bst Bl
ATAAACGT AGCAT GCGCAACTATTAACCAT GGAATTCGAAGCT TGATCCGGCTGCTAACA
1261 --------- e e +

--------- +
TATTTGCATCGTACGCGI TGATAATTGGTACCTTAAGCTTCGAACTAGGCCGACGATTGT
_ K R S MR N_Y *



